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VALIDATION OF FUSION REFERENCE STANDARD

Detection results of fusion reference standards

PRODUCT OVERVIEW

Target Size: 1.2 Mb 50 ng Input 100 ng Input
Fusion Gene Repeat 1 Repeat 2 Repeat 1 Repeat 1
(Junction/Spanning reads) (Junction/Spanning reads)
" Coverage TMPRSS2-ERG 12 54 74 184
All coding regions of transcripts from 298 genes related KIF5B -RET 146 102 149 191
to solid tumors and the UTR regions of selected genes. SLC45A3-BRAF 108 77 66 109
FGFR3-TACC3 166 124 137 154
FGFR3-BAIAP2LI 130 107 140 172
® Detection range LMNA-NTRKI 87 69 59 96
Fusion, transcript variation and expression, etc. TEEAIRN =0 7 Iy 22
CD74- ROSI 166 104 187 185
NCOA4-RET 105 58 46 52
O Sequencing velluiE ETV6-NTRK3 65 55 55 47
CCDC6-RET 20 31 28 58
4 Gb TFG-NTRKI 4 44 48 46
EML4-ALK 55 40 51 71
SLC34A2-ROSI 55 45 54 47
= Applications EGFR-SEPTI4 39 32 42 61
Adjuvant diagnosis, medication guidance, prognostic PAXE “PPARG 156 e ' 106
indication ’ ’ METexon14 skipping 408 408 351 405
n EGFR Variant Il 167 106 88 134
Note: Fusion detection results for the positive control standards show that all known fusions were successfully identified under the same data
yield (~4 Gb)across different input amounts.
-Capture performance- -Cover all transcripts of 298 genes
971 97.4 — ABLI*T ABL2 ACKR3 ACTB AFF1 AFF3 AHRR AKAPY AKT3 ALK
'\31(0— 50 ng ARHGAPZ6 ASPSCRI ATF1 Aric AXL BAG4 BAIAP2LT BCAS3 BCAS4 BCLIIA
96 72.6 72.5 - BCL2f BCL? BCOR" T BIRC3 BIRCE BRAF BRD3 BRD4™ Cilorf95 CAMTAL
2 “7 5 100 ng cANT2 ARSI KNLL casp7 ARz ccocs ccnBLPI ccnB? cenp1 ccnp?
g 60 D74 CDHI1 COKN2D coxi CHCHDT? it arc COLIAT Lz COL4AS
:9_ s COLBA3 CREBI1 CREB3L1 CREB3(2 CRLF2 CRTCI CRTC3 CSF1 CSFIR CTNNBT
a-) CuXi DDIT3 DDX5 DEK SIC4944 DNAJBL DUxe EBF1 EGFR EIF3E
o 20 EilFaAZ2 ElK4 EMi4 EP300 EPCE EPCAM ERBA2 | ERCI ERG* ERLINZ
o ESR1 ESRRA £T51 Envit ETv4 ETV5* ETVE* EFWSRI EZR TARA2
Target reads Total reads FEV FGF8 FGFRI FGFR2 FGFR3 FGR* FHIT FLI FLT3 FOSB
capture rate(%) mapping rate(%) Foxol1 FOXO4 FRYL FUS Gz GOLGAS GorPc GPC3 GRIDI HAS2
HERPUDI HEYL HiP1 HIURP HMGAT HMGAZ HMGN2P46 HNRNPAZBI HOOK3 HPR
INSR IRF2BP2 HAK2" JAKZ JAZFI KAT6B RELCH KIAAL549 KIFSB T KITT
KLF17 KLK2 KLK4 KLKPI KMT2A KRAS KTNI LHFPLE LIFR IMO1
Capture Performance of RNA Reference Standard PP 1RIG3 1RP1 AL MAST2 MAST2 MBID1 MEAFE MET* o064
Total RNA was extracted from Seraseq® FFPE Fusion MiPOL1 MRTFB MLLTIT MULT3 MNE MSHZ MSMB MUSK MUTYH MYB
) ) . MY MYHIT MYHS NABZ NCOAT* NCOA2* NCOA4 NDRGI NFATCZ NFIB
RNA Reference Material v4. Libraries were prepared wipsL NONO NoTCHI NOTCH2  NOTCH3# NR#AZ* NRGI wso1 NTRKI NTRK2
from 50 ng input RNA using an RNA library construc- NTRAG NUMAL NUMBL NUP9E NUTMI NUTM2A NUTMZE NUTHE omMp PAFAHIB2
tion kit, hybrid-capture—enriched, and sequenced on PATZI PAX3 PAXS PAXT PAXS PBXI PBX3 PCMI PCSKT PDGFB
an Illumina NovaSeqé)OOO (PE'I50) PDGFRA PDGFRB T PHF1 PIK3CA™ PHNI PLAGI™ PLPP3 POUSFI PPARG" PPFIBPI
PRCC PRKACA PRKARIA PRRCA PRKCB PSPCI PTGFRN PTPRK RAD51B RAFI
RANEPZ RARA™ RELA RET RGSI7 RMI2 ROSI RPSIO RSPO2™ RSPO3Z
RUNXI SDc4 SDHA SDHB SDHD SECI6A SEC228 SECTIA SEPTINI4 SEPTING
SFPQ S1C34A2 SIC45A3 SMARCBE1 SMARCET SP3 SRGAP3 5518 551811 551812
Ssx1 S5x2 S5X4 STATE STRN suziz rAcct TACc3 TAF15 TBLIXRI
TCEAT TCFi2 ¢ TCF3 TCF7L2 TEC TENM4 TERT TET1 TFE2 TFEB
A DVA N TAG E S TFG TGFBR3 THADA THRAPZ TMPRSS2* 1 P53 TPM3 TPM4 TPR TRIM24
TRIMZT TRIM33 UsP6™ VriiA WASFZ WCDP WOFY2 NSDZ WiF1 wri
WWTRI YAFP1 YWHAE™ i ZC3HTB ZDHHCT ZNF331 ZNFi44
Sensitive and precise NOTE: *Cover all 5-UTR, tcover all 3-UTR

Probes are designed against all transcripts in the

PRODUCT INFORMATION

target region for hybrid-capture enrichment, enabling

low-cost, ultra-deep and highly sensitive detection.. RroductiName SREC
Solid Tumor Fusion RNA Panel 24/96 rxn PH2000475/PH2000472
.. . IGT® Fast Stranded RNA Library Prep Kit v2.0 96 rxn C10032
Efficient and uniform WAL
. . IGT® Adapter & UDI Primer 1-96* 96*1 rxn C10042
Powered by iGeneTech ® TargetSeq ® hybrid-capture :
. . . X TargetSeq One® Hyb & Wash Kit v3.0* 24/96 rxn C11534/C11532
technology, the kit delivers consistent, high-perfor-
TargetSeq® Eco Universal Blocking Oligo* 24/96 rxn C80504/C80502
mance results.
TargetSeq® Cap Beads & Nuclease-Free Water* 5 mL each C10422

Fully Flexible

. . . *IGT® can provide kits compatible with lllumina, MGI etc., as well as universal reagents corresponding to each platform.
Probe density can be increased and target regions P P 9 P 9 P

expanded on demand, offering fully or semi-custom-
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