
Sensitive and precise

Probes are designed against all transcripts in the 
target region for hybrid-capture enrichment, enabling 
low-cost, ultra-deep and highly sensitive detection..

PRODUCT OVERVIEW

ADVANTAGES

VALIDATION OF FUSION REFERENCE STANDARD

Solid Tumor Fusion RNA Panel

Target Size: 1.2 Mb

Coverage
All coding regions of transcripts from 298 genes related 
to solid tumors and the UTR regions of selected genes.

Detection range
Fusion, transcript variation and expression, etc.

Sequencing volume
4 Gb

Applications
Adjuvant diagnosis, medication guidance, prognostic 
indication

Efficient and uniform

Powered by iGeneTech ® TargetSeq ® hybrid-capture 
technology, the kit delivers consistent, high-perfor-
mance results.

Fully Flexible
Probe density can be increased and target regions 
expanded on demand, offering fully or semi-custom-
ized services to meet every individual requirement

PRODUCT INFORMATION

Gene List

-Cover all transcripts of 298 genes

iGeneTech Bioscience Co., Ltd.
Website: www.igenetech.com

Email: sales@igenetech.com
Tel: 010-89146623

-Capture performance-

Total RNA was extracted from Seraseq® FFPE Fusion 
RNA Reference Material v4. Libraries were prepared 
from 50 ng input RNA using an RNA library construc-
tion kit, hybrid-capture-enriched, and sequenced on 
an Illumina NovaSeq6000 (PE150)

PERFORMANCE

Figure 1

Capture Performance of RNA Reference Standard

Detection results of fusion reference standardsTable 1

Note: Fusion detection results for the positive control standards show that all known fusions were successfully identified under the same data 
yield (~4 Gb)across different input amounts.

NOTE：*Cover all 5'-UTR，†cover all 3'-UTR

*IGT® can provide kits compatible with Illumina, MGI etc., as well as universal reagents corresponding to each platform.
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(Junction/Spanning reads) (Junction/Spanning reads)

100 ng Input

TMPRSS2-ERG
KIF5B -RET
SLC45A3-BRAF
FGFR3-TACC3
FGFR3-BAIAP2LI
LMNA-NTRKI
TPM3-NTRKI
CD74- ROSI
NCOA4-RET
ETV6-NTRK3
CCDC6-RET
TFG-NTRKI
EML4-ALK
SLC34A2-ROSI
EGFR-SEPTI4
PAX8 -PPARG
METexon14 skipping
EGFR Variant III
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Product Name Spec. Cat.

Solid Tumor Fusion RNA Panel

IGT® Fast Stranded RNA Library Prep Kit v2.0

IGT® Adapter & UDI Primer 1-96*

TargetSeq One® Hyb & Wash Kit v3.0*

TargetSeq® Eco Universal Blocking Oligo*

TargetSeq® Cap Beads & Nuclease-Free Water*

24/96 rxn

96 rxn

96*1 rxn

24/96 rxn

24/96 rxn

5 mL each

PH2000475/PH2000472

C10032

C10042

C11534/C11532

C80504/C80502

C10422




