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Pa n -Ca nce r = Target Size: 2.1 Mb m Detection range: SNV. InDel. Fusion. CNV. MSI. TMB

e Covers 641 genes related to targeted drugs for solid tumors and tumor genetic susceptibility
gverage related, also additionally adds 38 hot spot fusion intron regions and 15 classic microsatellite loci

B Sequencing Volume B Applications
3Gb/500%, 7Gb/1000x Targeted therapy, immunotherapy guidance, MRD detection

iGeneTech Bioscience Co., Ltd.

ADVANTAG ES 2.Full detection of tumor-related genes, 3.Efficient and uniform capture depending 4.Customized services for different
covering multi gene sand microsatellite on self-developed TargetSeq One® hybrid research purposes, increase and encrypt
1High sensitivity and accuracy of loci, the TMB and MSI value can be & capture system; probes of target area upon demand
mutation detection; calculated:

-High sensitivity and accuracy of mutation detection

. Gene Variant Expected Allelic Frequency Reported Allelic Frequency
Table 1. Mutant detection of gDNA " oL856R o e
-Excellent Capture performance reference standard K e 1o e
EGFR P.T790M 2.0% 19%
Note: Detection results of the positive reference EGFR p-E746 A750del 2.0% 1.5%
. FLT3 p.1836del 2.0% 1.8%
standard. A library was constructed from 50 ng of KIT p.D816V. 2.0% 2.3%
X gDNA standard (Genewell, cat. GWIOPSMO003) and KEAS p.G12D . ng% Wvg%
ht . EGFR p-A767_V769dup 3.0% 1.9%
ch sequenced on Illumina NovaSeq 6000 (2 x 150 bp EGFR p.G7195 2.0% 4.5%
@ paired-end). After deduplication, at ~1,000x depth KRAS p.G13D 4.0% 3.3%
€ 7 Gb bases) all d positi . EML4-ALK Fusion 5.0% 3.6%
5 raw bases),all expected positive variants were CD74-ROS1 - 6.0% 21%
“5 successfully called. BRAF p.V600E 7.0% 4.7%
o PIK3CA p-H1047R 7.0% 71%

-Accurate detection of low-frequency mutations

Target reads  Coverage T20%¥xcoverage T50%xcoverage :
capture rate(%)  rate(%) rate(%) rate(%) Table 2. Detection result of ctDNA
reference standard

" ) . EGFR p.L858R 0.50% 0.56% 0.66%
Figure 1. Pe e of gDNA reference st andard Note: cfDNA performance evaluation. Libraries EGFR p.AE746_AT50 0.50% 015% 0.58%

were constructed from 10 ng 0.5 % ctDNA . . .
Libraries were constructed from 50 ng of gDNA positive reference reference standard using u[\a‘ adaptor technology. Egii p-T790M ) 0'505’ o 31:“ O'f’of’
) ' p.V769_D770insASV  0.50% 0.26% 0.40%
standard (Genewell, cat. GWOGTM800), captured with the Pan-Cancer After downsampling to 8,000x coverage, KRAS p.G12D . p—— .
Panel V2, and sequenced on an Illumina NovaSeq 6000 platform with 2 UMI-based analysis with iGeneTech pipeline KRAS p.Q61K 0.50% 0.71% 0.55%
x 150 bp paired-end reads. detected all expected variahts. demonstrating NRAS P ABIT 0.50% 1% 0.56%
robust performance at low input. PIK3CA E545K 0.50% 043% 040%
-641 gene - full coverage of CDS region p, iz display only -List of 38 DNA rearrangement
ABCBI ABCC3 ABLI ABLZ ACWRI ACVRIB AGO2 AKTI AKT2 AKT3 ALK ALOX128 AMERI NOTCHZ NTRKE ALK MSHZ RAF1 ETVS FGFR3 SLC34AZ2  PDGFRA KT co74 ROSI
ANKRDII APC APEXT AR ARAF ARFRPI  ARIDIA  ARIDIB ARID2 ARID5E ASNS ASKLL ASKL2 B 2R EOFR  BRAFFGFRI MYC NIRIZRETFGFRZ KMIAETVE  BROAZ
ATIC ATM ATR ATRY AURKA AURKB AXNI AXINZ X B2M BABAMI BAPI BARDI O AT oA Ry o R =7 R < VST B S B 5 T O R T £
BBC3 BCLIO BCL2 BaLatl  BCLAI  BCLAZ BCLE BCOR BCORLE BCR BIRC3 BIRCT BLM pPARy  TERT
BMPRIA  BRAF BRCAL BRCAZ BRD4 BRIPI BTGI BTG2 BIK  Cllorf30  CSorf34 cR  carpll
CARM1 cASP7 casPs CBFB cBr CBR3 ccnpr CCNDZ  CCND3 CONEL cp2z o274 cD75 .
COIEAP  CDi4 coro coran cores coa ez oers comt coKL2 coKs coKE COKB -List of 15 MSI
CDKNIA  CDKNIB  CDKN2A  (DKN2B  CDAN2C  CEBPA CENPA CHD2 CHD4 CHEKI CHEK2 cic CREBEP
CRKL CRIF2 CSDEL CSFIR CSF3R CTCF CTLAL CTNNAT CTNMBI CTTN CLE3 CLE4A CXCRY BATA)  Mono-27  BAT26  D2S123 NR24 BAT25  D5S346  D8S554  PentaC NR27 NR21  DL75250
cHD CYPITAI  CYPISAI  CYPIBI  CYP2CS  CYPZDE  CWP4BI  CYSITR?  DAXY  DCUWIDI  DDRI DDR2 DDX43 DIBS69  D18S64  PentaD
DICERL DIS3 DMABI  DANMTI  DNMT3A  DNMTIS  DOTIL DPYD ~ DROSHA  DUSP4  DYNC2HI — EX3 EED
EGAT EGFR EFIAX  EIFdA2 EIFdE ELF3 EP300 EPASI EPCAM  EPHAZ EPHAZ EPHAS  EPHAT .
EPHBI EPHB4  ERBEZ  ERBE3  ERBBY ERCCE ERCC2 ERCC3 ERCCH ERCCS ERF ERG ERRAL -214 Chemotherapy sites *Partial display only
ESRL ESRZ ETVI ETVS EWSRI EXTI EZHI EZHZ FADD  FAMITSA  FAM4SC  FAMSSA  FANCA
FANCC  FANCDZ  FANCE FANCE FANCG FANCL FANCM FAS FATI r3 FBYWT  FOGRZA. FUGR3A rs8175347 rs13181 15220739 53211371 SIO426377 5502950 rs3740066 Is7194657
2‘? ': "Z'z 2 "f;'j 4 TZE gﬁ g: sz :;g} :;: fgg ’;G;‘: ;g;’; i ﬁ" 6:22 rs2070676 51051640 52231137 15544093 17626122 rI7376848  rsi7583889 rs879207
1510981694 rsl1615 15717620 rs55886062 rsd149015 51517114 rs12210538 1534743033
m G;:::};j: GC::’;; ff;z; 5(;:‘3;‘ ?;:; g;;; E\G;;:J G'\(::’f];fl &ﬁ;{;} gﬁ; i:;';; ﬁj;?; 1511045585 151736557 152849380 rs139887 15885004 154646487 154148950 154148945
HAS?  HDACI  HDACG HGF  HISTIHIC HISTIH2BD HISTIHIA HISTIHIB HISTIHIC HISTIH3D HISTIHIE MISTIHIF  MISTIH3G oy 12900 o
HISTIH3H HISTIMZ  HISTIHZJ HIST2HIC HIST2HID HISTIH HEAA HEAB HMME HNELA HOXB13 HRAS HSD3B1 151042522 151799735 1525487 133212986 153957357 1560369023 1s2740574 159561778
HSPOOMAI  HSPBI  ICOSLG 03 1DHI 1DH2 INGRI IGF! IGFIR 1GF2 IKBKE HZFI 110 G CEERIA ) (DL IS (AL s O 6 %)
ILIA 4 £7R 7 INHA INHBA INPPEA INPPSB INPPLI INSR RE2 IBFd IRS 159514091 151801158 rs1801265 151801159 152297585 51801133 151045642 rs9024
RS2 K1 K2 JAKG JUN KATEA KDM3B KOMSA KOMSC KDMEA KDR KEAPI KEL S67376798 159394992 rs2234693 151052536 157319981 54694362 157779029 5934635
T KLE4 KLHLE KMT24 KMT28 KMTC KMT2D  KNSTRN KRAS LATSd LATS? LG4 LMK 17176005 159936750 rs7325568 157853758 152291767 151801160 151061472 51799793

PRODUCT INFORMATION Website: www.igenetech.com
Email: sales@igenetech.com

Pan-Cancer Panel V2 2496 rxn PTI011715/PT1011712 Tel: 010-89146623 Follow us on Wechat
IGT® Enzyme Plus Library Prep Kit V3 96 rxn cnmnz
IGT® Fast Library Prep Kit v2.0 96 rxn C10022 Add of Head Quarter: F7, Building 1, No.]A Chaogjian Rd, Science and Technology Park,
IGT® Adapter & UDI Primer 1-96* 96 rxn 10042 gl s, Helfiie Ty, CY ;
Add of Jiaxing Subsidiary: Building 2, No. 371 Hongye Road, Dayun Town, Jiashan County,
TargetSeq One® Hyb & Wash Kit v3.0* 24196 rxn C11534/C11532 Jiashan City, Zhejiang 314100, CN
TargetSeq® Eco Universal Blocking Oligo* 24/96 rxn C80504/C80502
For Research Use Only. Not for use in diagnostic procedure.
TargetSeq® Cap Beads & Nuclease-Free Water* 5 mL each 10422 Copyright: This brochure is the copyright of iGeneTech Bioscience Co., Ltd. and its subsidiaries. No other person or

organization may reproduce, copy, edit or translate the contents of this brochure into other languages in any form
without the written permission of iGeneTech Bioscience Co., Ltd. All trademarks or logos in this brochure are the
property of iGeneTech Bioscience Co., Ltd.

IGT® can provide kits compatible with Illumina, MGl etc., as well as universal reagents corresponding to each platform
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